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2 ½ Hours     

Total Marks: 75 

1. Attempt all questions. 

2. All questions carry equal marks. 

3. Draw neat labeled diagrams wherever necessary. 

4. Use of log tables and non-programmable calculator is allowed. 

5. For Q.2, Q.3 and Q.4 attempt A and B OR C and D. 

 

Q 1 Do as directed (Any fifteen)  15 

1.  Define-Silencer elements  

2. State the significance of ‘CAAT’ box.  

3. State true or false- ‘Once transcription initiates sigma factor detaches 

from the transcription unit’ 

 

4. What is RNA editing?  

5. State the function of RNA polymerase-III.  

6. What does CstF stand for?  

7. What are splisosomes made up of ?  

8.           What is a start codon?  

9. State any one property of genetic code.  

10. The polypeptide in translation is made in __________ direction.  

11. The initiator t-RNA binds to the subunit in the ________ site.   

12. Define open reading frame  

13. Name an amino acid encoded by a single codon.  

14. The bacterial ribosome has a size of 70S & it consists of two subunits 

_________ & _________ 

 

15. A gene which is usually turned down but can be activated, is under 

negative control. ( State True or False) 

 

Paper / Subject Code: 80605 / Molecular Biology

735486081A7422E85FB29915AD59AC42
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16. When glucose is in the medium along with lactose, glucose is used 

preferentially, this phenomenon is known as __________. 

 

17. What is the function of Q protein?  

18. Anthranilate synthetase component II is coded by ____________ gene.  

19. When active genes are moved to a telomere region, those genes are 

silenced, this phenomenon is known as _____________. 

 

20. Define siRNA.  

   

Q. 2 A Explain ‘Polyadenylation’.   08 

Q. 2 B Explain initiation of transcription of mRNA in prokaryotes 07 

 OR  

Q. 2 C Explain termination of transcription in prokaryotes. 08 

Q. 2 D Explain different types of regulatory elements in eukaryotes. 07 

   

Q. 3 A Explain the process of translational termination in prokaryotes & 

eukaryotes with the help of a suitable diagram. 

08 

Q. 3 B State the difference between prokaryotic & eukaryotic translation process. 07 

 OR  

Q. 3 C How was genetic code deciphered? Explain in detail.  08 

Q. 3 D Explain the process of amino-acylation of t-RNA.  07 

   

Q. 4 A Write a note on Jacob and Monad’s operon model for the regulation of lac 

genes. 

08 

Q. 4 B Presence of tryptophan codon in the leader sequence of trp operon plays 

an important in trp operon regulation. Justify 

07 

 OR 
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Q. 4 C Explain induction of lysogenic pathway in lambda phage. 08 

Q. 4 D Explain RNA interference at the post transcriptional level 07 

   

Q. 5 Write Short notes on any three of the following 15 

a. Capping enzyme and its role in post transcriptional modification.  

b. Removal of  introns by splicing.  

c.      Wobble’s Hypothesis.  

d. Protein sorting & transportation in mitochondria.  

e. Genomic imprinting of the Igf2/H19 genes.  
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